
P22
   gi|2465478|SfV MGYDSRLDRLAATSWYPFFNNVTARGEIMEPYSLTLDEACDFLKISRPTAINWIRTGRLQATRKDPTKSKSPYLTTRQACIAALQSPLHTVQVSAGDGITEERKCHSSAEVKYGTPVSHCRTVKDLNSLLEQRTKGRRQNSMTS------
     gi|75990|P22 ----------------------------MESHSLTLDEACAFLKISRPTATNWIRTGRLQATRKDPTKPKSPYLTTRQACIAALQSPLHTVQVSAGDDITEELKCHYSAEVKPGTPVSHCRTAKDLSSLLGQRTKGRPQSFMTS-------
   gi|4099029|SfX ----------------------------MEEEIFTREEAASYLKVDKGTITQWIRMDRLQAAKINPDKPKSPYRICKSDCIAALKSVRHNSAVNAVD-VQEVKACQSNYAVARGTAISSRQMDQELDALLKHRTKGKRKNFTIV-------
gi|6118035|APSE-1 ------------------------MRNVMNKATLTRQEAAKIIGISEDTLSNWCKLGIISYQRKNPYKKKSPYLFTKEACIEAVKNSINTLSESEID-VIRSKKCQSSNVVKFGTAVTQHRAEKELRNHLAQRTKNKLRSYTTNEELNYGE
            ruler .....10........20........30........40........50........60........70........80........90.......100.......110.......120.......130.......140.......150....

HTH


